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Abstract: This paper explored the degradation characteristics and related genes of a high — efficiency petroleum degrading
bacterium to aromatic hydrocarbon compounds. The strain was identified using physiological and biochemical and 16S rDNA se—
quence analysis. GC —MS and whole genome sequencing were used to analyze the degradation characteristics and the possible
degradation genes for aromatic compounds. The results showed that the strain FP1 belonged to Ochrobactrum sp. The bacterium
was cultured in a basic medium containing different types of mixed aromatic hydrocarbons for 7 days, and the degradation rates of
benzene, toluene, ethylbenzene, xylene, naphthalene, and biphenyl were 100. 00% , 60. 11% , 66. 00% , 57. 72% , 67.94% ,
77.72% respectively. There are 31 genes related to the degradation of aromatic hydrocarbon compounds, and the genes involved
in the degradation of naphthalene, toluene, ethylbenzene, and xylene account for 38. 72% of the total number of aromatic hydro—
carbon compound degradation genes. These results would provide references for the microbial remediation of the aromatic hydrocar—

bon compounds contaminatedsoils.
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