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Advances of ecological roles in marine benthic viruses
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Abstract: Viruses are the most abundant life forms on the earth and widely distributed in various environments
including the deep biosphere. Viruses infect microbial hosts and affect their physiological characteristics,
ecological processes and biogeochemical cycles. Recently, the latest results have shown that viral lysis is the
main driver for the death of benthic prokaryotes. These findings have attracted extensive attention of
researchers on benthic viruses. In order to have a comprehensive understanding the ecological roles of benthic
viruses, we summarized the important findings in viral ecological features (distribution, abundance,
biodiversity, and lifestyle), dynamics and impact factors, interactions with the host and viral ecological effects
in the carbon cycle. Meanwhile, the future research directions of benthic viruses in biology, ecology and
biogeochemistry field were also prospected. The aim of this review is to enhance the understanding of the
ecological role in benthic viruses and provide reference for the development of benthic viral ecology and its

related disciplines.
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FEHE A 1.0 ~ 1.9 nmol /(em’-h), AT 2 357 5 4% 2k
W BATRAE SR 4.1% ~ 7.9% 21 288 FIIE 2 BT Al
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Fig. 1 The role of benthic virus in food web (modified

from literature[w)

A 35%, HAHR Y AT AR R IR TR IR LI, A
F5 IR R DR . IR 2 IR A
o OB Sl T R S R R SR R T
5T A, SRR T 17 IR UL I AR 2 43 R 140
FRR, PR UE T fk A 0 B R AR JF ELE TR K
F 1000 m {4 R8T, T3 UF DL I 10 95 B 43 1 A AL
Yy BT IRIEDUREA AL CL N Pl A9 (3+1) %,
(6£2)% F1(12+3) %5, B3 4h, S8 2L M 40 i 5 |
ALY C 38 i PR 45 R o B MR s, et
8 B TG B OB S5 T AR A AL oL
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